Supplementary Tables
. Thermodynamic parameters of the interaction of σ σ σ σ Single point mutagenesis of plasmids pVFD818 and pVFD969 (to obtain plasmids pVFD823, pVFE108, respectively) and pVFC629 (to obtain plasmids pVFE161, pVFD410, pVFE162, pVFE163, pVFE164, pVFD412 pVFD413 and pVFD399) were performed using a mixture of DNA template (35 ng), dNTP (25 mM), enzyme Phu turbo (Agilent) and the oligonucleotides listed in Table S5 (10 µM). After PCR reaction, the mixtures were digested by DpnI enzyme (Biolabs). All plasmids were confirmed to be correct by DNA sequencing.
Electrophoresis and immunoblot analysis of proteins
Whole-cell extracts were prepared and SDS-polyacrylamide gel electrophoresis was carried out as described 49 . The amount of protein in whole-cell lysates was determined using the DC Protein Assay kit (Bio-Rad). Equal amounts of protein were loaded in each slot. The molecular weights of the proteins were estimated using Precision Plus Protein Standard (BioRad). Proteins were transferred to PVDF membranes (Hybond P membranes, GE Healthcare) and incubated with the antibody as previously described. Rabbit antibodies against σ S STM and Crl STM were from Coynault et al. 50 and Monteil et al.
7
, respectively. Rabbit antibodies against T25 were kindly supplied by Dr. Daniel Ladant from Institut Pasteur. Bound antibodies were detected using secondary anti-rabbit (NA934, GE Healthcare) antibody linked to peroxidase and the Pierce ECL2 Western blotting substrate (Thermoscientific).
ITC experiments
ITC experiments were carried out at 25°C using a MicroCal VP-ITC microcalorimeter (GE Healthcare) with a cell volume of 1.5 mL. In each titration experiment, volumes of 7-10 µL of ,where [θ] obs is the ellipticity measured in degrees, mrw is the mean residue molecular weight (111.5 Da), C is the protein concentration in g/mL, and l is the optical path length of the cell in cm.
